Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.054; wR factor = 0.124; data-to-parameter ratio = 14.3.
Experimental
Crystal data C 28 H 22 S 2 M r = 422.58 Orthorhombic, Pnma a = 8.651 (2) Å b = 41.235 (10) Å c = 6.0517 (14) Å V = 2158.9 (9) Å 3 Z = 4 Mo K radiation = 0.26 mm À1 T = 298 K 0.48 Â 0.42 Â 0.07 mm
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: analytical (SADABS; Bruker; 2007) T min = 0.893, T max = 0.979 7907 measured reflections 1994 independent reflections 1345 reflections with I > 2(I) R int = 0.065 Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.124 S = 1.02 1994 reflections 139 parameters H-atom parameters not refined Á max = 0.21 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C4/C2 0 /C3 0 and C6-C9/C14/C15 rings, respectively. Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
RRM thanks CONACYT for a posdoctoral scholarship (agreement No. 290586-UNAM) . Support of this research was provided by CONACYT (grant No. 154732) 
1,3-Bis[(naphthalen-2-ylsulfanyl)methyl]benzene
Esteban Padilla-Mata, Juan M. German-Acacio, Marco A. García-Eleno, Reyna Reyes-Martínez and David Morales-Morales Comment Pincer compounds represent a group of species with very particular and interesting properties among which their high thermal stability and unusual reactivities that confer to the metal complexes they form stand out. It is due, to the characteristics of robustness and thermal stability that pincer compounds have attracted the continuos attention of the chemistry community for multiple applications (Morales-Morales et al., 2004 , Morales-Morales et al. 2007 , Albrecht et al., 2009 , Morales-Morales, 2008 , Morales-Morales, 2009 ). In the beginning, the very simple backbone exhibited by these compounds did not anticipate the wide variety of possible functionalization in the main frame of the complex.
Among these species, those including sulfur as donor atom have been scarcely studied (Arroyo et al., 2003) , mostly due to the well known tendency of sulfur to kill the activity of homogeneous catalysts. Thus, following our continuous interest in the synthesis of pincer type ligands we report the crystal structure of the potentially pincer sulfur based ligand 1,3-bis((naphthalen-2-ylthio)methyl)benzene.
In the asymmetric unit only half of the molecule of the compound 1,3-bis(naphthalen-2-ylthio)methyl)benzene is found.
The other half is generated by a mirror plane. The molecular structure of the title compound is shown in Figure 1 . The phenyl and the naphthyl enclose a dihedral angle of 83.14 (7)°. The two naphthyl planes have a dihedral angle of 45.64 (4)°. The sulfur atoms form weak hydrogen bonds (C5-H5···S1). Two C-H···π interactions [C1-H1···Cg1 and C13-H13···Cg2] further connect the molecules into ribbons running along the a-axis
Experimental
To a solution of 2-naphthalenethiol (0.320 g, 2.0 mmol), 0.057 g (2.5 mmol) of NaH in toluene (100 ml) were added. The reaction mixture was stirred at room temperature for 3 h. After this time, 0.264 g (1 mmol) of 1,3-bis(bromomethyl)benzene were added to yield a colourless solution that was further stirred for 5 h. Then, the solvent was evaporated under vacumm affording 1,3-bis[(naphthalen-2-ylsulfanyl)methyl]benzene (0.24 g) as a microcrystalline white powder (93% 82, 125.79, 126.50, 127.22, 127.72, 127.81, 127.85, 128.36, 128.75, 129.45, 133.72, 133.76, 137.73 .
Refinement
H atoms were included in calculated positions (C-H = 0.93 Å for aromatic H, C-H = 0.97 Å for methylene H), and refined using a riding model, with U iso (H) = 1.2U eq of the carrier atom. 
Computing details
Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of the title compound with displacement ellipsoids at the 40% probability.
Figure 2
The title compound is linked by C-H···S and C-H···π intermolecular interactions along the a axes, the hydrogen atoms for the interactions are drawn. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
1,3-Bis[(naphthalen-2-ylsulfanyl)methyl]benzene

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.49764 (9) 0.180146 (17 Symmetry codes: (ii) x+1/2, y, −z+1/2; (iii) x+1/2, −y+1/2, −z+1/2.
